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<210> 1 
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<212> PRT 
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<210> 2 
<211> 124 
<212> PRT 
« <213> Homo sapiens 
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<210> 3 
<211> 29 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> conserved binding motif 

<221> VARIANT 

<222> (1) . . . (29) 

<223> Xaa = Any Amino Acid 

<400> 3 

His Xaa Xaa Xaa Xaa Xaa Cys Xaa 

1 5 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

10 15 
Xaa Xaa Xaa Cys Cys 
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